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|g <210> 1 

SJ <211> 120 

fy <212> PRT 

5 <213> Mus musculus 

Q 

<400> 1 

M Glu Val Gin Leu Gin Gin Ser Gly Ala Glu Leu Val Lys Pro Gly Ala 

W 1 5 10 15 

t : 

^ Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 

20 25 30 

Phe lie Tyr Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 

Gly Glu lie Asn Pro Arg Asn Gly Asp Thr Asp Phe Asn Glu Lys Phe 
50 55 60 

Glu Ser Arg Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala lie Tyr Tyr Cys 
85 90 95 

Thr Arg Ser Pro Tyr Gly Asn Asn Tyr Gly Phe Thr Tyr Trp Gly Gin 



1 



100 



105 



110 



Gly Thr Leu Val Thr Val Ser Ala 
115 120 



<210> 2 
<211> 110 
<212> PRT 

<213> Mus musculus 
<400> 2 

Ala Glu Leu Asp lie Gin Met lie Gin Ser Gin Lys Phe Met Ser Thr 
15 10 15 

Ser Val Gly Asp Arg Val Thr Val Thr Cys Lys Ala Ser Gin Asn Val 
20 25 30 



Gly Thr Asn Val Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Asn 
35 40 45 



m 
W 



Ala Leu lie Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg 

50 55 60 

Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Thr Asn 

65 70 75 80 



Val Gin Ser Glu Asp Leu Ala Asp Tyr Phe Cys Gin Gin Tyr Asn Ser 
85 90 95 



U 

fee? 



Tyr Pro Leu Thr Phe Gly Thr Gly Thr Lys Leu Glu lie Lys 
100 105 110 



<210> 3 
<211> 360 
<212> DNA 

<213> Mus musculus 
<400> 3 

gaggttcagc tgcagcagtc 
tcctgtaagg cttctggcta 
cctggacaag gecttgagtg 
aatgagaagt tcgagagcag 
atgeaactea gcagcctgac 
tacggtaata actaegggtt 



tggggctgaa ctggtgaagc 
caccttcacc aattacttta 
gattggagag attaatccta 
ggccacactg actgtagaca 
atctgaggac tetgegatet 
tacttactgg ggccaaggga 



ctggggcttc agtgaagttg 60 

tatactgggt gaagcagagg 120 

gaaatggtga tactgacttc 180 

aatcctccag cacggcatac 240 

attactgtac aagatccccc 300 

ctctggtcac tgtctctgea 360 



2 



4 * 



<210> 4 
<211> 330 
<212> DNA 

<213> Mus musculus 
<400> 4 

gccgagctcg atattcagat gattcagtct caaaaattca tgtccacatc agtaggagac 60 
agggtcaccg tcacctgcaa ggccagtcag aatgtgggta ctaatgtagc ctggtatcaa 120 
cagaaaccag ggcaatctcc taatgcactg atttactcgg catcctaccg gtacagtgga 180 
gtccctgatc gcttcacagg cagtggatct gggacagatt tcactctcac catcaccaat 240 
gtgcagtctg aagacttggc agactatttc tgtcagcaat ataacagcta tcctctcaca 300 
ttcggtactg gcaccaaact ggaaatcaaa 330 



<210> 5 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
*B <220> 

y s <223> Description of Artificial Sequence : PCR Primer 

LP 

%I <400> 5 

gaggtgaagc tggtggagwc wgg 23 



p <210> 6 

Cj <211> 17 

<212> DNA 
Ijj <213> Artificial Sequence 

□ 

S <220> 

<223> Description of Artificial Sequence: PCR Primer 
<400> 6 

ggggccagtg gatagac 17 



<210> 7 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR Primer 
<400> 7 

ccagttccga gctccagatg acccagactc ca 32 



3 



4 



<210> 8 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PCR Primer 
<400> 8 

gttggtgcag catcagc 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



y3 <220> 

CP <223> Description of Artificial Sequence: PCR Primer 

Ul <400> 9 

atgggatgga gctatatcat cc 

SJ 

m 

5 <210> 10 

° <211> 22 

*1 <212> DNA 

I.* <213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR Primer 
<400> 10 

atgatgagtc ctgcccagtt cc 



4 



